AMENDMENTS TO THE CLAIMS: 

Claims 1-29 are canceled without prejudice or disclaimer. Claims 30-75 are added. The 
following is the status of the claims of the above-captioned application, as amended. 

Claims 1-29 (Canceled.) 

30. (New.) A method for producing ethanol from starch, comprising: 

a) treating starch with an alpha-amylase, wherein the alpha-amylase is selected from the 
group consisting of: 

an alpha-amylase comprising an amino acid sequence having at least 80% 
homology to SEQ ID NO:1 and which alpha-amylase is modified by having an amino 
acid deletion of two amino acids selected from the group of amino acids equivalent to 
positions 180, 181, 182, 183, 185 and 185 in SEQ ID NO:1; 

an alpha-amylase comprising an amino acid sequence having at least 80% 
homology to SEQ ID NO:2 and which alpha-amylase is modified by having an amino 
acid deletion of two amino acids selected from the group of amino acids equivalent to 
positions 180, 181, 182, 183, 185 and 185 in SEQ ID NO:2; 

an alpha-amylase comprising an amino acid sequence having at least 80% 
homology to SEQ ID NO:3 and which alpha-amylase is modified by having an amino 
acid deletion of two amino acids selected from the group of amino acids equivalent to 
positions 178, 179, 180, 181, 182 and 183 in SEQ ID NO:3; and 

an alpha-amylase comprising an amino acid sequence having at least 80% 
homology to SEQ ID NO:7 and which alpha-amylase is modified by having an amino 
acid deletion of two amino acids selected from the group of amino acids equivalent to 
positions 180, 181, 182, 183, 184 and 185 in SEQ ID NO:7; and 

b) preparing ethanol from the treated starch. 

31. (New.) The method of claim 30, wherein said method comprises treating starch with an 
alpha-amylase that comprises an amino acid sequence having at least 80% homology to SEQ 
ID NO:1 and which alpha-amylase is modified by having an amino acid deletion of two amino 
acids selected from the group of amino acids equivalent to positions 180, 181, 182, 183, 185 
and 185 in SEQIDNO:1. 
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32. (New.) The method of claim 31, wherein the alpha amylase comprises a deletion of 
three amino acids selected from the group of amino acids equivalent to positions 180, 181, 182, 
183, 185 and 185 in SEQ ID NO:1. 

33. (New.) The method of claim 31, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 181 and 182 in SEQ ID NO. 1. 

34. (New.) The method of claim 31, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 183 and 184 in SEQ ID NO. 1. 

35. (New.) The method of claim 31, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 181 and 183 in SEQ ID NO. 1. 

36. (New.) The method of claim 31, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 182 and 183 in SEQ ID NO. 1. 

37. (New.) The method of claim 31, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 182 and 184 in SEQ ID NO. 1. 

38. (New.) The method of claim 31, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 181 and 184 in SEQ ID NO. 1. 

39. (New.) The method of claim 31, wherein the alpha-amylase comprises an amino acid 
sequence having at least 85% homology to SEQ ID NO:1. 

40. (New.) The method of claim 31, wherein the alpha-amylase comprises an amino acid 
sequence having at least 90% homology to SEQ ID NO:1. 

41. (New.) The method of claim 31, wherein the alpha-amylase comprises an amino acid 
sequence having at least 95% homology to SEQ ID NO:1. 

42. (New.) The method of claim 30, wherein said method comprises treating starch with an 
alpha-amylase that comprises an amino acid sequence having at least 80% homology to SEQ 
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ID N0:2 and which alpha-amylase is modified by having an amino acid deletion of two amino 
acids selected from the group of amino acids equivalent to positions 180, 181, 182, 183, 185 
and 185 in SEQ ID NO:2. 

43. (New.) The method of claim 42, wherein the alpha amylase comprises a deletion of three 
amino acids selected from the group of amino acids equivalent to positions 180, 181, 182, 183, 
185 and 185 in SEQ ID NO:2. 

44. (New.) The method of claim 42, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 181 and 182 in SEQ ID NO. 2. 

45. (New.) The method of claim 42, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 183 and 184 in SEQ ID NO. 2. 

46. (New.) The method of claim 42, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 181 and 183 in SEQ ID NO. 2. 

47. (New.) The method of claim 42, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 182 and 183 in SEQ ID NO. 2. 

48. (New.) The method of claim 42, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 182 and 184 in SEQ ID NO. 2. 

49. (New.) The method of claim 42, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 181 and 184 in SEQ ID NO. 2. 

50. (New.) The method of claim 42, wherein the alpha-amylase comprising an amino acid 
sequence having at least 85% homology to SEQ ID NO:2. 

51. (New.) The method of claim 42, wherein the alpha-amylase comprising an amino acid 
sequence having at least 90% homology to SEQ ID NO:2. 

52. (New.) The method of claim 42, wherein the alpha-amylase comprising an amino acid 
sequence having at least 95% homology to SEQ ID NO:2. 
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53. (New.) The method of claim 30, wherein said method comprises treating starch with an 
alpha-amylase that comprises an amino acid sequence having at least 80% homology to SEQ 
ID NO:3 and which alpha-amylase is modified by having an amino acid deletion of two amino 
acids selected from the group of amino acids equivalent to positions 178, 179, 180, 181, 182 
and 183 in SEQ ID NO:3. 

54. (New.) The method of claim 53, wherein the alpha amylase comprises a deletion of three 
amino acids selected from the group of amino acids equivalent to positions 178, 179, 180, 181, 
182 and 183 in SEQ ID NO:3. 

55. (New.) The method of claim 53, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 179 and 180 in SEQ ID NO. 3. 

56. (New.) The method of claim 53, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 181 and 182 in SEQ ID NO. 3. 

57. (New.) The method of claim 53, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 179 and 181 in SEQ ID NO. 3. 

58. (New.) The method of claim 53, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 180 and 181 in SEQ ID NO. 3. 

59. (New.) The method of claim 53, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 180 and 182 in SEQ ID NO. 3. 

60. (New.) The method of claim 53, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 179 and 182 in SEQ ID NO. 3. 

61. (New.) The method of claim 53, wherein the alpha-amylase comprises an amino acid 
sequence having at least 85% homology to SEQ ID NO:3. 

62. (New.) The method of claim 53, wherein the alpha-amylase comprises an amino acid 
sequence having at least 90% homology to SEQ ID NO:3. 
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63. (New.) The method of claim 53, wherein the alpha-amylase comprises an amino acid 
sequence having at least 95% homology to SEQ ID NO:3. 

64. (New.) The method of claim 30, wherein said method comprises treating starch with an 
alpha-amylase that comprises an amino acid sequence having at least 80% homology to SEQ 
ID NO:7 and which alpha-amylase is modified by having a deletion of two amino acids selected 
from the group of amino acids equivalent to positions 180, 181, 182, 183, 184 and 185 in SEQ 
ID NO:7. 

65. (New.) The method of claim 64, wherein the alpha amylase comprises a deletion of 
three amino acids selected from the group of amino acids equivalent to positions 180, 181, 182, 
183, 184 and 185 in SEQ ID NO:7. 

66. (New.) The method of claim 64, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 181 and 182 in SEQ ID NO. 7. 

67. (New.) The method of claim 64, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 183 and 184 in SEQ ID NO. 7. 

68. (New.) The method of claim 64, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 181 and 183 in SEQ ID NO. 7. 

69. (New.) The method of claim 64, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 182 and 183 in SEQ ID NO. 7. 

70. (New.) The method of claim 64, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 182 and 184 in SEQ ID NO. 7. 

71. (New.) The method of claim 64, wherein the alpha-amylase comprises a deletion at 
positions equivalent to positions 181 and 184 in SEQ ID NO. 7. 

72. (New.) The method of claim 64, wherein the alpha-amylase comprises an amino acid 
sequence having at least 85% homology to SEQ ID NO:7. 
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73. (New.) The method of claim 64, wherein the alpha-amylase comprises an amino acid 
sequence having at least 90% homology to SEQ ID NO:7. 

74. (New.) The method of claim 64, wherein the alpha-amylase comprises an amino acid 
sequence having at least 95% homology to SEQ ID NO:7. 

75. (New.) A method for producing a sweetener from starch, comprising: 

a) treating starch with an alpha-amylase, wherein the alpha-amylase is selected from the 
group consisting of: 

an alpha-amylase comprising an amino acid sequence having at least 80% 
homology to SEQ ID NO:1 and which alpha-amylase is modified by having a deletion of 
two amino acids selected from the group of amino acids equivalent to positions 180, 
181, 182, 183, 185 and 185 in SEQ ID NO:1; 

an alpha-amylase comprising an amino acid sequence having at least 80% 
homology to SEQ ID NO:2 and which alpha-amylase is modified by having a deletion of 
two amino acids selected from the group of amino acids equivalent to positions 180, 
181, 182, 183, 185 and 185 in SEQ ID NO:2; 

an alpha-amylase comprising an amino acid sequence having at least 80% 
homology to SEQ ID NO:3 and which alpha-amylase is modified by having a deletion of 
two amino acids selected from the group of amino acids equivalent to positions 178, 
179, 180, 181, 182 and 183 in SEQ ID NO:3; and 

an alpha-amylase comprising an amino acid sequence having at least 80% 
homology to SEQ ID NO:7 and which alpha-amylase is modified by having a deletion of 
two amino acids selected of an amino acid selected from the group of amino acids 
equivalent to positions 180, 181, 182, 183, 184 and 185 in SEQ ID NO:7; and 

b) preparing the sweetener from the treated starch. 
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